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Chronic pelvic pain due to Mycobacterium 
parascrofulaceum in an Iranian patient: first report  
of isolation and molecular characterization from Asia
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Hereinλweλreportλaλcaseλofλchronicλpelvicλpainλ

(CPP)λcausedλbyλaλrare,λrecentlyλcharacterizedλ

species,λM. parascrofulaceum,λfromλanλIranianλ

middleλagedλwoman.

CASE REPORT

Aλ 38λ yearλ oldλ womanλ wasλ admittedλ toλ theλ

hospitalλ becauseλ ofλ CPPλ forλ overλ threeλ

months.λ Thereλ wasλ noλ apparentλ evidenceλ

ofλ immunodeficiencyλ orλ HIVλ infection.λ

Inλ theλ initialλ evaluationλ theλ urineλ cultureλ

forλ bacteriaλ wasλ sterile.λ Sheλ wasλ empirij

callyλ startedλ onλ antibioticλ treatmentλ forλ

theλ presumedλ chlamydialλ orλ mycoplasmalλ

infectionλ butλ noλ improvementλ wasλ obj

served.λ Theλ patientλ returnedλ toλ theλ hosj

pitalλ dueλ toλ increasingλ lowerλ abdominalλ

pain.λ Examinationλ ofλ vaginalλ dischargeλ

confirmedλ theλ presenceλ ofλ acidjfastλ bacilj

li.λ Theλ etiologicλ agentλ wasλ assumedλ toλ beλλ

M. tuberculosisλ andλ theλ patientλ wasλ putλ

onλ antituberculosisλ therapy.λ Twoλ monthsλ

thereafterλ dueλ toλ anλ aggregatedλ conditionλ

theλpatientλunderwentλhysterectomy.

Strainλ M79λ wasλ isolatedλ fromλ theλ rej

movedλuterusλandλconfirmedλbyλaλcombinaj

tionλofλconventionalλandλmolecularλtestsλinj

cludingλtheλsequenceλanalysesλofλ16SλrDNA,λ

hsp65,λ rpoB,λ andλ ITS.1j3λ Theλ GenBankλ acj

cessionλ numbersλ ofλ theλ isolateλ determinedλ

inλ thisλ workλ areλ asλ follow:λ GU121551,λ

HM229794,λHM229795λandλHM229796λforλ

theλ 16Sλ rDNA,λ ITS,λ hsp65,λ rpoBλ genesλ rej

spectively.

Conventionalλ microbiologicalλ analysisλ

ofλtheλisolateλrevealedλaλslowlyλgrowingλyelj

lowλ pigmentedλ scotochromogenicλ mycoj

bacterialλspecies.λItλwasλpositiveλforλcatalaseλ

andλ ureaseλ testsλ andλ negativeλ forλ tellurite,λ

nitrate,λ tweenλ hydrolysis,λ niacin,λ arylsulfaj

taseλ andλ ironλ uptakeλ tests.λ Itλ wasλ susceptij

bleλtoλamikacin,λclarithromycin,λrifampicin,λ

doxycycline,λ sulfamethoxazole,λ streptomyj

cin,λandλimipenem.

Theλ almostλ completeλ 16Sλ rDNAλ geneλ

sequenceλ (1,426λ bp)λ ofλ theλ isolateλ showedλ

aλ 99.58%λ similarityλ withλ M. parascrofula-

ceum.λ Theλ signatureλ nucleotideλ sequencesλ

ofλ theλ isolateλ showedλ onlyλ aλ baseλ pairλ difj

ferenceλatλpositionλ250λcomparedλtoλthatλofλ

M. parascrofulaceumλ typeλ strainλ (Tableλ 1).λ

Theλ ITS,λ hsp65λ andλ rpoBλ geneλ sequencesλ

ofλ theλ isolateλ showedλ 98.71%,λ 99.39%λ andλ

100%λsimilaritiesλwithλthoseλofλtheλreferenceλ

strainλofλM. parascrofulaceum,λrespectively.λ

Inλ 2004,λ Turenneλ et al.λ introducedλ M. 

parascrofulaceumλasλaλdistinctλspecies.3λLaterλλ

theλorganismλwasλisolatedλfromλaλfewλclinij

calλ samples.4λ However,λ toλ theλ bestλ ofλ ourλ

knowledge,λthereλhaveλbeenλnoλreportsλfromλ

theλrestλofλtheλworld.

Genitourinaryλ infectionλ (GUI)λ dueλ toλ

nonjtuberculousλ mycobacteriaλ (NTM)λ isλ

veryλ rareλ andλ infrequentlyλ reported.5λ Inλ theλ

IranianλcaseλhereinλreportedλM. parascrofula-

ceumλwasλisolatedλfromλaλfemaleλpatientλwithλ

noλ apparentλ immunodeficiency,λ althoughλ

sheλwasλ illjfamedλ inλherλcommunityλ forλbej

ingλaλwomanλwithλhighjriskλsexualλbehavior.λ

Givenλ thatλ mostλ NTMλ strainsλ areλ resistantλ

toλ traditionalλ antituberculousλ agents,λ itλ isλ

importantλ toλ correctlyλ differentiateλ genij

tourinaryλ infectionsλ causedλ byλ NTMλ fromλ

genitourinaryλTB.5λTheλclinicalλmanagementλ

ofλCPPλofλthisλIranianλpatientλwasλalmostλinj

effectiveλ dueλ misdiagnosisλ ofλ theλ causativeλ

agentλ duringλ theλ initialλ stagesλ ofλ herλ infecj

tion.λ Thisλ wasλ whyλ theλ practicingλ physicianλ

eventuallyλresortedλtoλsurgicalλoperation.

Inλ conclusion,λ unlessλ theλ causativeλ orj

ganismλ isλ correctlyλ identifiedλ noninvasiveλ

treatmentλofλsuchλcomplexλcasesλisλunlikelyλ

toλoccur.
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Table 1. Alignment of selected stretches of 16SrDNA gene of Iranian strain of M79 with those of closely related 

mycobacteria 

 GenBank   

Strain accession           16S rDNA positions according to E.coli numbering system 

 number 128 129 129 134 183 183 183 183 183 183 156 193 193 190 191 250 264

M. parascrofulaceum AF337273 G C A G G A C T T G C C C G G A T

M. palustre AJ308603 . T . . . T T . A . . . . T . T C

M. kubicae AF133902 . T G A . . T G A A T T . A . T C

M. lentiflavium AF480583 . T . . . T T . . . . . . T . T C

M. simiae  X52931  T . . . . . . . . . . . . . T C

M. scrofulaceum AF480604 . . . . . . . . . . . . . . . . .

M 79 GU121551  . . . . . . . . . . . . . . . T .

“.” Indicates that the base pair was identical to that of type strain of M. parascrofulaceum.
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